R GACGTTGTCGCTGTTGTAGCCAACGTAGTAGGCTTT

R GACGTTGTCGCTGTTGTAAGTGCCAACGTAGTAGGC
R GACGTTGTCGCTGTTGTAGTCAGTGCCAACGTAGTA
F CACAAGCTGGAGTACAACGACTCCAAAGAGTCCGGC
F CACAAGCTGGAGTACAACTCCAAAGAGTCCGGCATT
F CACAAGCTGGAGTACAACAAAGAGTCCGGCATTATT
F CACAAGCTGGAGTACAACGAGTCCGGCATTATTCAA
R GACGTTGTCGCTGTTGTAGGTGCCCGCCAGTGCACC
R GACGTTGTCGCTGTTGTATACGGTGCCCGCCAGTGC
R GACGTTGTCGCTGTTGTACAGTACGGTGCCCGCCAG
F CACAAGCTGGAGTACAACGTACTGAACGATGCTAAC
F CACAAGCTGGAGTACAACCTGAACGATGCTAACAAC
F CACAAGCTGGAGTACAACAACGATGCTAACAACCA
R GACGTTGTCGCTGTTGTATACGCGGACCACTTTGTT
R GACGTTGTCGCTGTTGTAAGGTACGCGGACCACTTT
R GACGTTGTCGCTGTTGTAATAAGGTACGCGGACCAC
F CACAAGCTGGAGTACAACCCTTATGTTGGCGTAGAT
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